In the title compound, C 19 H 19 F 2 NO, the piperidinone ring adopts a chair conformation. The crystal packing is stabilized by C-HÁ Á ÁO and C-HÁ Á ÁF intermolecular interactions, generating centrosymmetric dimers of R 2 2 (14) and R 2 2 (24) rings.
Related literature
For related literature, see: Allen et al. (1987) ; Cremer & Pople (1975) ; Ganellin & Spickett (1965) ; Nardelli (1983) ; Noller & Baliah (1948) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Ganellin and Spickett, 1965) . Several substituted piperidin-4-ones and their derivatives are easily synthesized by Noller and Baliah (1948) . Piperidine and their derivatives have different conformation depending on the level of substitution of heterocyclic ring. The present investigation was undertaken to establish the structure, conformation and the possible biological functions. As the substituted piperidin-4-one compounds are of great pharmaceutical importance, we have undertaken the three dimensional crystal structure determination of the title compound, by X-ray diffraction (Fig.1) .
The bond lengths and bond angles are comparable with the literature values (Allen et al., 1987) . The flourine atoms F1 and F2 lie 0.019 (2)Å and −0.003 (2) Å, respectively, from the plane of the phenyl rings to which they are attached. The dihedral angle between the two phenyl rings is 50.4 (1)°.
The piperidinone ring adopts chair conformation with the puckering parameters (Cremer & Pople, 1975) 
Refinement
All H-atoms were refined using a riding model with d(C-H) = 0.93 Å, U iso =1.2U eq (C) for aromatic, 0.98 Å, U iso = 1.2U eq (C) for CH, 0.96 Å, U iso = 1.5U eq (C) for CH 3 atoms, and with d(N-H) = 0.86 Å, U iso = 1.2U eq (N) for the NH group.
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of title compound, showing 30% probability displacement ellipsoids. Fig. 2 . The molecular packing of (I), viewed down the a axis. For clarity, hydrogen atoms which are not involved in hydrogen bonding were omitted. Symmetry codes: (i) −x+1, −y, −z+2; (ii) −x+2, −y, −z+1.
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